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YcTHBIE TOKTIAAbI

Oral session
Bpems Ha
Joknagunk
No HaumenoBanue L[OR.J_mL[a (Te3mca) (aBTOpDI) JOKJIAM, 'MI/IH
Abstract title Reporting
Autors . .
time, min
1 | [Ikanbel reHETUYECKOTO PUCKA JUIsI KOMILJIEKCHBIX Mapus 3aitueHoka 30
(eHOTUIIOB U UX IPUMEHEHUE K POCCUICKOM
MOy
2 | Testing the potential of antihypertensive drugs for spinal | Enu3asera Enracsa 30
pain treatment
3 | A genome-wide association study of the plasma N- Anna Tumornryk 30
glycome in 10,000 individuals identifies 16 novel loci
and highlights glycan-associated human traits
4 | Genetic control of population diversity in human Amnna CoIieHKOBa 20
immunoglobulin G N-glycosylation
5 | Efficiency of a new multi-trait approach applied to back | Hagexna 20
pain-related phenotypes benonorosa
6 | The performance of machine learning approach in ['ennaanii XBOpHIX 20
genome-wide association study of disease
7 | SBnsOTCA M UMITYTUPOBAHHBIE T€HOTHIIBI Hpuna 20
aHBTepHaTHBOﬁ JAAaHHBIX 9K30MHOI'O CCKBCHUPOBAHUA 30pKOJ’ILI_[eBa
IIPU aHAJIN3€ PEJKUX BapUaHTOB?
8 | Identification of the optimal reference panel for the Awnna bepiHukoBa 20
imputation of genotype data from the Russian sample on
the example of the RuDDS cohort
9 | Genetic dissection of spike productivity traits in spring | Upuna Po3zanosa 20
barley
10 | Uncovering Genetic Factors of Alcohol Use Disorder Muunn Tpodumos 20

through GWAS and Polygenic Risk Scores in East Slavs

CTeHaoBbIe JOKJIAABI
Poster session

HaumeHoBaHue q0kj1aaa (Te3uca)

Joxnagunk (aBTOPbI)

Ne Abstract title Autors
1 | ELF5 SNPs and the risk of severe COVID-19 in Russian Anexkceti JIOKTHOHOB
population
2 | HoBas cTparerust ycJIOBHOTO aHAJIM3a TEHHBIX aCcCOIAIIHMA I'ynenapa Ceuniésa

Assessing the performance of tools for functional annotation of

GWAS results using simulated data

Opuit bapburos




