Working languages at the sections of the Multiconference BGRS/SB-2024 (version as of 21.07.2024)

Paboune a3biku Ha cekumsax MynbtukoHdepeHumn BGRS/SB-2024 (sepcus Ha 21.07.2024)

TITLE OF SYMPOSIA AND SECTIONS
HAMMEHOBAHWE CUMMO3NYMOB W CEKLIAW

Section language
A3bIK cekLmm

Plenary session / [neHapHas ceccusi

English / AHrnuickui

Symposium 1 “Genomics, transcriptomics and bioinformatics”
«l'eHOMMKa, TPaHCKpMNTOMMKA U GUoMH(OpMaTHKaN

1.1 Structural-functional organization of genomes
CTpyKTYpPHO-ChYHKLMOHANbHAS OpraHn3aLys reHOMOB

1.2 Regulatory genomics
PerynsatopHas reHomuka

1.3 Fundamental and applied 3D genomics
®yHaameHTanbHas u npuknagHas 3D-reHomuka

1.4 Genome-wide transcriptomics (differential gene expression
[TonHoreHoMHas TpaHCcKpUNTOMIKa (A depeHLanbHas 3KCNPeCcust reHoB)

English / AHrnuiickui

Symposium 2 “Systems Computational Biology”
«CucteMHass KOMNbIOTEpPHas Guonorus»

2.1 Reconstruction, computational analysis and modeling of gene networks and metabolic pathways
PeKkoHCTpYKLMS, KOMNBIOTEPHBI aHan13 U MOAENUPOBaHME FeHHbIX CeTen 1 METabonnyeckmx
nyTen

English / AHrnuiickui

2.2 Computational analysis and modeling of population, ecological and genetic systems and
processes
KomnbloTepHbIN aHanu3 n MoLen1poBaHne NonynsLUMOHHbIX, SKOMOTMYECKNX U FEHETUYECKNX
CUCTEM ¥ MPOLIECCOB

AHrnuickun + Pycckwia /
English + Russian

2.3 Mathematical epidemiology
MatemaTiyeckas anuaemmnonorus

Russian / Pycckuin

Symposium 3 “Structural biology and pharmacology: computational and experimental approaches”

«CTpyKTypHas Gronorus 1 hapmMakosiorms: KOMNbLIOTEpPHbIe U IKCNepUMEHTANbHbIE NOAX0AbI»

3.1 Structural biology of proteins, nucleic acids and membranes
CrpykTypHas 6ronorus 6enkoB, HyKNEMHOBbIX KUCMOT U MeMBpaH

English / AHrnuiickui

3.2 Pharmacology, cheminformatics and chemical biology
Papmakonorus, XeMoMHOpMaTHKa 1 XuMndeckas buonorus

AHrnuinckun + Pycckwia /
English + Russian

Symposium 4 “Evolutionary, population and medical genomics/genetics of human: computational and experimental approaches
«OBONIOLIMOHHASA, NONYNALUMOHHAsA N MeAVLMHCKas reHOMMKa/reHeTHKa YenoBeka: KOMNbHTEPHbIE U

JKCnepuMeHTasibHble noaxoabI»

4.1-4.2 Population and evolutionary human genomics/genetics
|_|OI'IyJ'I9|L|VIOHHa$'-| 1 SBOMKOLINOHHAA reHoMWKa/rTeHeTIKa YenoBeka

4.3 Human medical genomics/genetics
MeguumHckas reHoMuKa/rTeHeTHKa YenoBeka

Russian / Pycckuit

4.4  Genome-wide association studies
[1ONHOreHOMHBIY MOUCK accoLyaLi

English / AHrnuickui

Symposium 5 “Evolutionary genomics/genetics and molecular phylogeny: computational and experimental approaches”
«QBOHIOLWIOHHaFI reHomuKa / reHeTuKa un MoneKynspHasa (bunorel-wm: BblYMUCNUTENbHbIE U 3KCMePUMEHTalNbHbIe

noaxoabi»

5.1 Population and evolutionary genetics/genomics of wild and domestic animals
MonynsLyoHHas W 3BOMNIOLMOHHAS TEHETUKA/TEHOMMKA UKMX 11 JOMALLHWUX XUBOTHbIX

English / AHrnuickui

BMPYChI

5.2 Molecular phylogenetics and phylogenomics: plants and fungi, PROTISTS, Prokaryotes and viruses
MonekynsipHasi counoreHeTka 1 UNoreHoOMMKa: pacTeHnst U rpubbl, MPOTUCTbI, MPOKAPHOTbI 1

Russian / Pycckuit

Symposium 6 “Genetics, bioinformatics and systems biology of plants”
«leHeTuka, buonHopmaTmka U cMCTEMHasi BUONOrna PacTeHUy

6.1 Genomics, genetics and systems biology of plants
'eHOMMKa, reHeTuKa 1 cucTemHas Gronorst pacTeHun

6.2 Developmental biology of plants: computational and experimental approaches
Buonorusa pas3BnTnA paCTeHVIPIZ KOMMbKOTEPHbIE N SKCNEPUMEHTAlbHbIE NOAX0AbI

6.3 Analysis of plant images for solving phenotyping problems
AHanms n3obpaxeHui B PeHOTUMMPOBAHUN PACTEHWIA

English / AHrnuickui




Symposium 7 “Genetics/genomics, bioinformatics and systems biology of animals”

«[eHeTMKa/reHOMMKA, 6MOMHDOPMATMKA U CUCTEMHAA OUONOrNSA XKUBOTHbIX)

7.1 Genomics, genetics and systems biology of animals . -
English / AHrnuickui
'eHOMWKa, FeHeTUKa M CUCTEMHAs BMONOrUst KUBOTHbIX
7.2 Animal genetic models of human pathologies on vertebrates and invertebrates AHrnuiickun + Pycckui /
JKMBOTHbIE — reHeTMYeCKie MOLEeNM NaToNorin Yenoseka (Mo3BOHOYHbIE N BECNO3BOHOYHbIE) English + Russian
7.3 Neurogenomics and genetics of behavior / HeliporeHomuka 1 reHeTika noBeaeHNs English / AHrnuiickui

Symposium 8 “Biomedicine, bioinformatics and systems computational biology”

((MVIKpOGVIOJ'IOFVIﬂ 1 OMOTEXHONOTMK: BbIMUCTIUTENbHbIE U JKCNnepuMeHTasibHble Nnoaxoabi»

MogenupoBaHne 1 KOMNbIOTEPHBIN aHanNM3 MAKPOBMONOrMYECKUX CUCTEM W MPOLIECCOB

8.1  Biotechnology through the lens of the microbiome / BriotexHonorus Yepes npuamy mukpobruoma
8.2 Microbial communities of natural and anthropogenic habitats
Mwkpo6Hble coobLiecTBa NPUPOAHBIX M @HTPOMOreHHbIX MeCT 0BUTaHus Russian / Pycckuin
8.3  Industrial biotechnology: creation of producer strains
[pomblLLneHHas GUOTEXHONOMS: CO3LaHMe LUTaMMOB-MPOLYLIEHTOB
8.4 Modeling and computational analysis of microbiological systems and processes

English / AHrnunitckui

Symposium 9 “Biomedicine, bioinformatics and systems computational biology”

«BuomeguumHa, 6uonHdopMaTHKa M CUCTEMHAs KOMMbIOTEPHAs GUONOTKAY

MHTepCTMLl'VIaﬂbHoe NPOCTPaHCTBO U ANWHHbIE BHECOCYANCTbIE OPEHAXHO-TPAHCNOPTHbBIE NYTH

9.1 Gene expression and human diseases / kcnpeccusi reHoB 1 6one3Hn YenoBeka English / AHrnuitckui
9.2 Molecular Pathology, Diagnostics, and Therapeutics AHrnuickun + Pycckuii /

MonekynspHas naTonorusi, AnarHocTuka v Tepanus English + Russian
9.3  Gene and genome editing in modeling human pathological disease processes

PepakTpoBaHye reHoB 1 reHOMOB B MOZENMPOBaHWM 3a60neBaHN YenoBeka
9.4 Innovative pharmacology / VIHHOBaLMOHHas hapmakonoris ) 3

. .. Russian / Pycckuit

9.6 Tissue engineering / TkaHeBas NHXEHePNS
9.7 Interstitial space and long extravascular drainage/transport pathways

Symposium 10 “Cognitive science, neurogenetics, neuroinformatics and systems computer biology”

«KorHutueumka, HeﬁpOI'EHeTVIKa, HeﬁPOMH(bOpMaTVIKa N CUCTEMHAA KOMNbHTEPHas Ouonorus»

10.1

General problems in the study of cognitive processes in behavioral and neurophysiological level;
models of cognitive activity
O6Lwume npobnembl U3y4eHWst KOTHUTUBHBIX MPOLIECCOB; MOAENM NO3HABATENbHON LEeSTENbHOCTH

10.2

Neuroimaging and genotyping technologies for the study of the brain in normal and pathological
conditions; data analysis methods in cognitive research, including artificial intelligence
technologies

TexHorornm HelpoBIU3yanu3aLym 1 reHOTUNNPOBAHUA 41151 ANarHOCTUKN HEPBHO-MCUXNYECKNX
PaCcCTPONCTB; MeTObl KOPPeKLMM 3a60neBaHuUin Ha OCHOBE TEXHOMOTMM 06PaTHON CBS3M,
TEXHOMOTUN MHTEpdenca Mo3r-koMMbITEDP

English / AHrnuickui

Symposium 11 “Fundamental genetic/cellular systems/processes: experimental and computational approaches
«DyHAaMeHTanbHbIe reHeTUYeCcKue | KNeTouHble CUCTEMbI / NPOLIeCChI: BbIYUCAUTENBHbIE U 3KCTIepUMEHTaNbHbIe

nogxoAbI»
11.1 DNA replication and repair / Pennukauus u penapaums JHK . .
— — , . Russian / Pycckuit
11.2 Transcription, splicing, translation / TpaHckpunLus, CinancuHr, TpaHensALus
11.3 Apoptosis and other fundamental cellular processes that regulate cell fate . T
English / AHrnuickui
AnonTos v Apyrue PyHaamMeHTanbHble KNeTOYHbIE NPOLECCHI, perynmpytowime cyabby Knetkum

Symposium 12 “Mathematical problems of bioinformatics and systems computer biology. Big genetic data analysis and artificial

Intelligence

«MartemaTtuyeckue npoodnembl 6MoMHGPOPMaTUKU U CUCTEMHOIN KOMNbIOTEPHON OUoNnoruu. AHanu3 6onbLKnX

reHeTU4eCKUX AaHHbIX U MCKyCCTBEHHbIﬁ WHTENNEeKT»

12.1 Mathematical and simulation modeling, digital twins AHrnuitckun + Pyccxkwii /
MaremaTn4eckoe 1 UMMTALMOHHOE MOAENNPOBaHNE, LMGPOBLIE ABONHUKM English + Russian

12.2 Mathematical immunology / Matematuyeckas uMMyHoOnorus English / AHrnuickui

12.3 Systems theory, big biological data analysis, ontologies and artificial intelligence AHrnuiickun + Pycckui /
Teopusi cuctem, aHanma 6onbLUNX GUONOTMYECKNX AaHHBIX, OHTOMNOTUM U NCKYCCTBEHHBIN English + Russian
VHTENNEKT

Symposium 13. “Genetics and systems biology of aging”

«l'eHeTHKa M cMCTeMHas GUONOTNsA CTapeHUs»

Russian / Pycckuin




