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Regenerative medicine for diabetes   

Up to 100% beta-cell deficiency in 

diabetes patients 

Lack of beta-cells sensitivity during 

exogenously administered insulin  

Search of new sources for beta-cell 

regeneration  

Salivary gland cells as one of such 

promising cell sources 
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PCA plot of transformed SGC 

PCA plot of transformed HuTu cells 

Top up- and down-regulated pathways 

in SGC   

Top up- and down-regulated pathways 

in HuTu cells   


